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The invisibility cloak of nature’s most complex and
challenging parasites
By Bernadette Ardelli, Ph.D.

What you need to know
This research focuses on a group of parasites, termed
the Kinetoplastida, which have been around for millions
of years. These parasites wreak havoc in plants, animals
and humans, taking their toll in lives and economic
losses. Despite being one of the best-studied group of
parasites, efforts to control their mass destruction have
met with limited success, as they have evolved a
number of sophisticated methods to avoid elimination.
One of these methods, called antigenic variation,
involves the parasite creating an ‘invisibility cloak’ that
enables it to hide indefinitely from the immune system.
The parasites have unique molecular machinery that
allows them to change their cloak (i.e., a surface made
of proteins) indefinitely until the host dies.
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of billions of combinations of four ‘words’ known as
nitrogenous bases. The bases of DNA are adenine (A),
thymine (T), cytosine (C), and guanine (G). We have
sequenced and assembled the complete genome of C.
salmositica and know the number and order of all the
nitrogenous bases in its’ DNA.
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